In the title compound, C 8 H 8 N 2 O, the N-CH 2 and CH 2 -O bond lengths can be correlated to the manifestation of an anomeric effect in the N-CH 2 -O moiety. In the crystal, intermolecular O-HÁ Á ÁN hydrogen bonds link the molecules into zigzag chains, with graph-set motif C(6), parallel to [001] . These chains are further linked into sheets by weak nonclassical C-HÁ Á ÁO hydrogen bonds.
Related literature
For a related structure, see: Shi et al. (2011) . For bond-length data, see: Allen et al. (1987) . For chemical background on the synthesis and uses of the title compound, see: Milata et al. (2001) . For graph-set analysis, see: Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis PRO (Agilent, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SIR2002 (Burla et al., 2003) ; program(s) used to refine structure: JANA2006 (Petříček et al., 2006) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2005) ; software used to prepare material for publication: JANA2006. supplementary materials Acta Cryst. (2012) . E68, o615 [doi:10.1107/S1600536812004114] (1H-Benzimidazol-1-yl)methanol Augusto Rivera, Mauricio Maldonado, Jaime Ríos-Motta, Karla Fejfarová and Michal Dušek Comment Benzimidazole derivatives are compounds that have received much attention because of their applications in several areas. Although the synthesis of title compound had been reported in the literature (Milata et al., 2001) , we have developed an alternative route to prepare this compound starting from the synthetically available benzoaminal 6H,13H-5:12,7:14-dimethanedibenzo[d,i][1,3,6,8]tetraazecine (DMDBTA).
Experimental
In the title compound, C 8 H 8 N 2 O, (Fig.1 ) the benzimidazole ring is essentially planar, with a maximum deviation for N1 of 0.0089 (12)Å from the least-squares plane defined by the nine constituent atoms. The sum of bond angles around this nitrogen atom was 359.90 (11)°, which is consistent with the planarization of the heterocyclic ring. The distances within the benzimidazole ring of the title compound are very similar to those found in bis(1H-benzimidazol-1-yl)methane monohydrate (Shi et al., 2011) . However, the observed N-CH 2 bond length [N1-C8, 1.4638 (17) Å] is longer in relation to the mentioned mean value observed in related structure [N-CH 2 , 1.452 (4) Å] (Shi et al., 2011) . Moreover, the CH 2 -O bonds in the residue tend to be shorter than the normal values by 0.033 Å (Allen et al., 1987) . This fact can be correlated to the manifestation of an anomeric effect in N-CH 2 -O moiety, but it operates in the opposite direction.In the crystal structure, intermolecular O-H···N hydrogen bonds link the molecules into zigzag chains with graph-set motif C(6) parallel to [001], (Bernstein et al., 1995) (Fig. 2) . These chains are further linked into sheet by weak non-classical C -H···O hydrogen bonds between H atom of the benzimidazole ring and the O atom of a neighbouring molecule.
A solution of 6H,13H-5:12,7:14-dimethanedibenzo[d,i][1,3,6,8] tetraazecine (DMDBTA) (0.25 mmol) and p-nitrophenol (0.5 mmol) in propan-2-ol (15 ml) was placed in a round-bottomed flask equipped with a water-cooled condenser. The reaction mixture was heated at 347 K for 3 h. giving a white precipitate which was filtered off, and the mother liquor was then concentrated by a rotary evaporator to give an oil accompanied by precipitates, which was removed by filtration.
Single crystal of the precipitate (title compound), suitable for X-ray crystallography, was grown by slow evaporation from water:propan-2-ol solution at room temperature after several days. Melting point 407 K.
The NMR spectra were acquired at room temperature on a Bruker AMX 400 Avance spectrometer. 1 H NMR (δ, 400 MHz, CDCl 3 ): 5. 60, 6.78, 7.23, 7.29, 7.66, 8.28. 13 C NMR (δ, 100 MHz, CDCl 3 ): 67.8, 111.4, 119.8, 122.3, 122.9, 133.7, 144.1, 144.8 .
Refinement
The hydroxyl hydrogen atom was found in difference Fourier maps and its coordinates were refined freely. All other H atoms atoms were positioned geometrically and treated as riding on their parent atoms. The isotropic atomic displacement parameters of hydrogen atoms were evaluated as 1.2×U eq of the parent atom. 
Computing details
Data collection: CrysAlis PRO (Agilent, 2010) ; cell refinement: CrysAlis PRO (Agilent, 2010) ; data reduction: CrysAlis PRO (Agilent, 2010) ; program(s) used to solve structure: SIR2002 (Burla et al., 2003) ; program(s) used to refine structure: JANA2006 (Petříček et al., 2006) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2005) ; software used to prepare material for publication: JANA2006 (Petříček et al., 2006) . 
Special details
Experimental. CrysAlisPro (Agilent , 2010) Empirical absorption correction using spherical harmonics, implemented in SCALE3 ABSPACK scaling algorithm. Refinement. The refinement was carried out against all reflections. The conventional R-factor is always based on F. The goodness of fit as well as the weighted R-factor are based on F and F 2 for refinement carried out on F and F 2 , respectively. The threshold expression is used only for calculating R-factors etc. and it is not relevant to the choice of reflections for refinement. The program used for refinement, Jana2006, uses the weighting scheme based on the experimental expectations, see _refine_ls_weighting_details, that does not force S to be one. Therefore the values of S are usually larger than the ones from the SHELX program.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.93101 (7) (7) 0.0235 (6) −0.0006 (4) 0.0053 (4) −0.0005 (5) C1 0.0253 (7) 0.0338 (8) 0.0248 (7) −0.0016 (5) 0.0056 (5) 0.0012 (5) C2 0.0235 (6) 0.0249 (7) 0.0244 (7) 0.0038 (5) 0.0017 (5) 0.0013 (5) C3 0.0272 (7) 0.0287 (7) 0.0250 (7) 0.0048 (5) 0.0052 (5) 0.0014 (5) C4 0.0252 (7) 0.0297 (7) 0.0327 (8) 0.0028 (5) 0.0070 (6) 0.0055 (5) C5 0.0261 (7) 0.0300 (7) 0.0355 (8) −0.0017 (5) −0.0014 (6) 0.0024 (6) C6 0.0323 (7) 0.0305 (7) 0.0255 (7) 0.0005 (5) −0.0008 (6) −0.0002 (5) C7 0.0254 (7) 0.0267 (7) 0.0243 (7) 0.0030 (5) 0.0029 (5) 0.0008 (5) C8 0.0268 (7) 0.0309 (7) 0.0234 (7) −0.0002 (5) 0.0015 (5) −0.0010 (5) Geometric parameters (Å, º) Symmetry codes: (i) x, −y+1/2, z+1/2; (ii) −x+2, y+1/2, −z+3/2.
